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We have developed a novel method called “microarray coupled with methyl-CpG targeted
transcriptional activation” (MeTA-array for short), which is useful in identifying
hypermethylation—mediated silenced genes in cancer. The majority of genes identified by
this method had more stringent criteria of CpG islands at the promoter region at high
frequency. We have applied MeTA-array to pancreatic cancer cells and identified several
genes hypermethylated in primary pancreatic cancers in a tumor—specific manner. These
genes should be useful as candidates for tumor—specific biomarkers.
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