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Identification of molecular chaperones as regulators for HCV RNA
replication through proteomics approaches

MERES (FEX)

MERKRE
HHME 34t (AIZAKT HIDEKI)
ELRREHRA - VMILAEZE - ER
HREES : 00333360

WFERL RO (F130) « e 74 7 A2 FIH LT HOV oG A R (RC) Mk
DIEFERFLZFE L, £ ORI 21T o7, V77U =0 e Z et B G & FEHE5E A 7
HZIEIIENL L, HCV RC % & o5y 2 HURE i UE & Hrikic L - T HOV RC 43 EjZ &
FNAEERFEFE L, ZOHITIE CCTS 3G £ T, S IbREIEIC L Y CCT5 28 HeV
NS5B & #fA L, CCT5 siRNA (2 & - T HCV RNA MK N 9% 72 &% FLH L 7=, CCT5 %3 NS5B
& DFEE N LTHCY RC ~HL Y A £ RNA S RFAEN B 54 2 ATREME 2 R S vz,

e RO E (332) : To identify the host factors implicated in the regulation of
hepatitis C virus (HCV) genome replication, we performed comparative proteome
analyses of HCV replication complex (RC)-rich membrane fractions prepared from
cells harboring genome-length bicistronic HCV RNA at the exponential and stationary
growth phases. We found that CCT plays a role in the replication possibly through an
interaction between subunit CCT5 and the viral RNA polymerase NS5B.
siRNA-mediated knockdown of CCT5 suppressed RNA replication. These suggest that
recruitment of the chaperonin by the viral nonstructural proteins to the RC, which
potentially facilitate folding of the RC component(s) into the mature active form, may
be important for ef!cient replication of the HCV genome.
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