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Identification of quantitative trait loci for diabetic nephropathy

in KK-AY/Ta mice
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WFZER IR DOBEE (3530) : We studied candidate gene loci for diabetic nephropathy using
quantitative trait locus (QTL) analysis of KK-Ay/Ta x BALB/cA F2 intercross mice.

We examined 270 (KK-Ay/Ta x BALB/cA) F2 intercross mice . Genotypes were investigated
using microsatellite markers with QTL analysis.

ACR in mice at 20 weeks and ACR gain showed a suggestive linkage to chromosome 9 .
Gene loci contributing to HbAlc indicated a significant linkage to chromosome 7 at 8 and
12 weeks (designed Fbw-1). QTL analysis of KK-Ay/Ta mice revealed several new loci
contributing to diabetic nephropathy and related phenotypes. Thus, it appears that type 2
diabetes and nephropathy of KK-Ay/Ta mice have different genetic factors.
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