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We found a germ-line mutation (p.E29X) of the HRPT2 gene in one of three familial
hyperparathyroidism families. We found reduced expression of U6 by over-expression of the
HRPT?2 gene. U6 is a small non-coding RNA and transcribed by RNA polymerase III. U6
1s involved in splicing of mRNA, over-expressed in many tumors, and positively regulates
cell growth. These results suggested that U6 might play an important role of regulation of
parafibromin-related cell growth.
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