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Profiling and functional analyses of microRNAs in human

intrahepatic cholangiocarcinoma
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AHIRRE A mIRNA ORBLNINHISNDZE TR R 752 R G & B - O3 BLNH DSRFRES I,
ZORBEN LEFHL ERF LT s o —PRZ REZ N U TR O 7 MR ES RS
AUTRE S PP AR O I E B RE A M) B9~ 2 8k A R L L7,

e AR SR OBEEE (30) - We examined functional analysis of biliary epithelial cell-specific miRNAs in
a human intrahepatic cholangiocarcinoma cell line (HuCCT1). We identified a growth factor receptor
binding protein (GRB), which is implicated in tyrosine kinase signal transduction, as a biliary epithelial
cell-specific miRNA target. It is likely that upregulation of the GRB protein by downregulation of the

biliary epithelial cell-specific miRNAs contributes to motility in HUuCCT1.
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