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e RO EE  (33C) : Novel KIF5B/RET translocation was found in lung cancer using
a next—generation sequencing assay. We have developed fluorescence in situ hybridization
(FISH) assay to detect KIF5B/RET transfusion gene. We have investigated Kras gene mutation
statuses using genotyping assay and compared with Kras copy number, Glut-1 expression
and other clinico—pathological backgrounds of lung cancers.
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