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WFZERC R OMEEE (Z30) : Single nucleotide polymorphisms (SNPs) covering the whole region
of estrogen receptor beta (ESR2) gene were genotyped in female patients with primary
open—angle glaucoma (POAG) and the control subjects without glaucoma, and novel SNPs
associated with intraocular pressure (IOP) were identified. These results strongly
suggest that the ESR2 gene polymorphisms are associated with IOP regulation in women and
IOP elevation in female patients with POAG.
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rs928554 64694195 G 36.3 46.3 0.012
rs4986938 64699816 A 16.6 125 0.18
s944461 64705140 Cc 32.1 239 0.023
rs1256059 64710417 T 37.1 47.1 0.012
rs1256049 64724051 A 31.3 25.0 0.080
rs1273196 64739505 C 38.2 335 0.25
rs1256031 64746179 C 42.6 56.3 0.0006
rs1256120 64805001 C 38.4 33.8 0.25

ESR2: estrogen receptor beta, * Fisher's exact test.

# 3 LHEERIRE - @IRERICBIT 20 AT ¢ v 7T

K P A KL (95%(ZHF X )
i (F) 0.10-0.13 1.02 (0.99 to 1.04)
JE T (dioptor) 0.021-0.049  0.90 - 0.92 (0.83 to 0.99)
ESR2iE {5 1%
rs928554 G allele 0.028 1.43 (1.04 to 1.95)
rs4986938 G allele 0.23 1.33 (0.84 to 2.09)
rs944461 T allele 0.031 1.50 (1.04 to 2.17)
rs1256059 T allele 0.025 1.44 (1.05 to 1.99)
rs1256049 G allele 0.098 1.37 (0.94 to 1.98)
rs1273196 T allele 0.25 1.21 (0.87 to 1.68)
rs1256031 C allele 0.0019 1.67 (1.21 to 2.30)
rs1256120 T allele 0.28 1.20 (0.87 to 1.66)

ESR2: estrogen receptor beta.
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i (F) 0.039 - 0.043 0.032 >0.18

JE 4T (dioptor) -0.53--0.57 0.14-0.15 20.0003

ESR2E{z 7%
rs928554 G allele 1.06 0.52 0.042
rs4986938 G allele 0.48 0.73 0.51
rs944461 T allele 0.88 0.59 0.14
rs1256059 T allele 1.10 0.53 0.036
rs1256049 G allele 0.67 0.60 0.27
rs1273196 T allele 0.63 0.54 0.24
rs1256031 C allele 1.38 0.52 0.008
rs1256120 T allele 0.48 0.53 0.37

ESR2: estrogen receptor beta,
Beta : standardized regression coefficient,
SE: standard error, Fi = 5.5 - 7.9, P 2 0.001.
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