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Studies on the regulation of differentiation of the pluripotent

dental pulp stem cells by non-coding RNA
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e RO EE (330) : To further evaluate the multipotency of dental pulp cells, and
to investigate miRNA regulation of differentiation of these cells, we examined their in
vitro differentiation into an endocrine cell lineage. After induction, insulin—producing
cells were detected. Based on expression profiles by microRNA arrays, we identified
targets, including molecules crucial for the differentiation into pancreatic beta cells.
Thus, dental pulp cells have the potential to differentiate into an endocrine cell lineage
by the regulation of miRNA following in vitro induction.
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