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A EREL (F32) Engineering of a protein that enhances cellulose saccharification
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A protein (S-protein) that increased the cell wall extensibility was partially purified
from Roman snail. The internal peptide sequences were determined and its cDNA was
cloned. Recombinant protein produced by Aspergillus oryzae showed no hydrolytic
activity but to enhance B-gluca hydrolysis that was catalyzed by cell wall-degrading
enzymes. The results suggest that the S-Protein, expansin-like protein, loosen the
interaction between B-glucans, which was more susceptible to cell wall-degrading
enzymes.
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