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The allele specific and regulated gene silencing is needed in various aspects of biological
and medical fields. To establish this system, artificial miRNA driven by the poly II
promoter was designed for discrimination between normal and mutated alleles in silencing
effect. Although the allele specific silencing was obtained using artificial miRNA, there was
no increased silencing effect expected to be provided by co-expression of another miRNA
targeting the region shared by two genotypes. Cre dependent silencing of Smad2 and
Smad3 as a model was obtained in ES cells using the construct in which expression of two
miRNA species is blocked by the Neor gene flanked by two loxP sites.
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