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WFFER R OBEEL (B 30) - The aim of this study was to evaluate utilization of serum DNase | as a
novel diagnostic biomarker of transient myocardial ischemia; (1) A high diagnostic efficacy of
serum DNase | activity levels could be observed in the early phase, even in unstable pectoris or
non-ST segment elevation myocardial infarction patients who did not show elevation of
conventional cardiac biomarkers. Thus, serum DNase | activity can be a useful biomarkers for the
early diagnosis of these diseases inducing a transient myocardial ischemia after the onset of chest
pain. (2) Atransient elevation of the serum DNase | activity induced by a myocardial ischemia
could in partial result from hypoxia-response of DNase I gene. (3) In non-synonymous SNPs of
DNase I and I-like 3 genes, specific alleles producing an inactive/low activity-harboring enzyme
were found. These alleles might be one of several factors involved in genetic predisposition to
autoimmune diseases.
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B FITENLT 2 R R R E S SNP 1213
RIEVEZR S % PEAE 35 minor allele 23

AT 5. DNA 21 2 18 &, 259-263,
WEEESE, 2010.

@ EARIE, AL, ZHEMS 114F
10 & B : &l fRE%3% DNase I B 7O
R G SIS O iR EH. DNA 25 45 17 &,
177-179, HFEELE, 20009.

6. BFFCHRR

(1) WFzefRE

WA 285 (UEKI MISUZU)
fEHKRT: - B - BhF
FgeEFKE: 00165656
(2) EEEMF TR

22 AEfE (YASUDA  TOSHIHIRO)
fEHRT - EF - Bz
MeE®HS: 80175645
fiiH  #L+ (IIDA REIKO)
EHRT: - R - B
WMoeEfKeE 40139788
4 HEsE (KAWAT YASUYUKI)
SBRERKRTF: - R - HEHTR
MeE®‘ES: 40324157



