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This research project aims to develop statistical testing theory and integrated analytic
tools for analyzing massively-collected information on cellular regulatory programs,
called ‘omics data’, involving genomics, transcriptomics, proteomics, and metabolomics.
Specifically, the newly-derived methods enable us to identify key regulatory units of
genes characterizing molecular basis of different cellular phenotypes, such as tumor
cells demonstrating sensitivity or resistance to anticancer drugs.
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