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Analyses of mammalian ribonecleoproteome dynamics via modified
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MR OB EE (3530 : In order to identify natural RNA elements which interact with
intracellular proteins, I performed the modified SELEX procedure coupled with in
silico screening employing whole human transcriptome library, and found the
interactions between a transcription elongation regulator protein, HEXIM1, and
several mRNAs. The result indicates the presence of a novel class of
post-transcriptional gene regulatory mechanism mediated via RNA-protein

interactions.
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