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Study on an operon rule toward designing of artificial operon
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WFFERE SR OMEEE (Z30) @ To identify possible operon rule, glycolytic genes of Escherichia
coli were assembled in multiple types of polycistronic operons that have variety in gene
connection order. Through evaluation of functionality by growth and gene expression
analysis, a feature of operon in which gene expression profile is downward trend from
promoter—proximal to —distal position was revealed. Arrangement of genes according to
expression strength of the genes in wild type gave an operon with fastest growth in tested.
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