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Long interspersed elements (LINEs) are transposable elements that mobilize and amplify
their own copies within eukaryotic genomes. LINEs mobilize via a mechanism called
retrotransposition, in which transcribed LINE RNA is reverse transcribed into DNA that
is then integrated into the host chromosome. Although the role of LINE-encoded proteins
in retrotransposition has been revealed, the participation of host—encoded proteins has
not been well investigated. Here, we present genetic evidence that the host—encoded
proteins 1involved in repair of DNA double-strand breaks participate in LINE
retrotransposition.
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