#&=X C-19
HEMREMHBIEHRRRBREE

Rk 234 4 H 25 HIUE

HEEES : 14401
H3iER - EFHEB)
BRI HART . 2009 ~ 2010
SEEES - 21770005
WZeiEREE (FIX) HHRMEMRAICES5TP2Rad5s 1OHRATA I—4—EAEShuEd
AR DBERERRAT
HEiEER (EX) Functional analysis of Shu complex, a new mediator of Rad51 protein
in recombination
MERERSE
3B f&2z  (SASANUMA HIROYUKI)
KRAF - EOEWER-BEHWEE
MEEES : 00531691

TR SO (F130) : ABFZCEEEE ClE. DNA ~DIE A EE T AR D —>Th A FE R 2
FEREIZBE 595 Shu HARE VE OMEEMIT 21T - 72, ZOREE, Shu EAEEAKIL, FHF
FHHR Z TR 72 B A2 FFO Radbl BB E OB = 28T 2 HEREEZ FF > T\ D 2 &34y
STz, I LITHFSEEEIEY . Shu HEEROE BN AAFEORE L, HEEEYFR 72 BLE0 D
t Radsl EAE & OREBRMEEZHA LTS ENTET,

e RO (330) : Homologous recombination is essential mechanism to repair DNA
damage, such as double strand breaks. In this grant period, I found that Shu complex
assists the role of Rad51 protein, which plays a central role in homologous recombination.
Based on research proposal, I also successfully determined the crystal structure of Shu
complex, thereby could clarified the structural relationship between Radbl and Shu
protein complex.
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