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In fission yeast Schizosaccharomyces pombe, mating type switching occurs at mat locus by
using a mechanism of homologous recombination. The Swi2-Swib protein complex is considered
to play an important role in the initiation of gene conversion during mating type switching.

To reveal the biochemical function of the complex, I purified the Swi2—Swib protein complex,

analyzed its biochemical activities and brought two important findings from the study. The
first, Swi2 has at least two DNA binding domains; one is located at the N-terminal region
which contains AT hook motif, and the other is located at the C—terminal region. The second,

the Swi2-Swib complex promotes D—loop formation, which is an essential activity for
initiation of strand exchange reaction. An N-terminal truncated Swi2 protein complexed with
Swib, which lacks the N-terminal DNA binding domain, promotes still D—-loop formation,

indicating that The C—terminal region of Swi2 has the essential domain for the D-loop activity.
These results strongly suggest that Swi2—Swib directly involved in strand exchange reaction
during mating type switching.
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