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MR OBEE (I£3) : Inorganic polyphosphate (polyP) is a linear polymer of hundreds of
phosphates linked by high-energy phosphoanhydride bonds. Since polyP is synthesized from ATP by
polyP kinase (PPK), the regulation of polyP synthesis is thought to be closely related to the cellular
metabolism and the energy status. Previously, we found that polyP accumulation stimulated by phoU
mutation in Escherichia coli results in the changes in the expression of the genes involved in the several
metabolic pathways. In this study, we analyzed the relationship between polyP accumulation and nitrate
respiration (NR), one of the pathways found in the altered gene expression caused by phoU disruption in
E. coli. The presence of a novel repression function of PhoU that regulates NR pathway besides Pho
regulon was suggested from the analysis using a AphoU strain. The interaction of PPK to the proteins
involved in TCA cycle and NADH production was revealed by pull-down analysis using PPK. These
results suggest the direct relationship between polyP synthesis and the regulation of central metabolic
pathway.
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