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Proteomic analysis of defense factors on fish skin surface

TSUTSUI SHIGEYUKI

(Takufugu rubripes)
10

Aeromonus

salmonicida
Eadwardsiella tarda 15kDa 44kDa 75kDa

Fish skin is one of the important defense organ. For further
understanding of fish skin defense mechanism, proteomic analysis of skin mucus of fugu,
a model fish species whose genome sequence data has been made publicly available. Among
analyzed more than 10 proteins, internal amino acid sequences of 4 proteins were obtained,
although they did not appear defense molecules. Furthermore, fugu were immersed with
either Aeromonus salmonicida or Edwardsiella tarda and pattern of protein spots were
compared with control fugu. As a result, A. salmonicida, non-pathogenic bacterium for
fugu, did not affect the pattern. On the other hand, expressions of three proteins with
molecular masses of 15, 44 and 75 kDa were induced when fugu were stimulated with £. tarda
that can infect to fugu. These findings suggest that fugu can alter the defense mechanism
in accordance with bacterial species.
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Spotl:AspAlaProLeuAsnAspllel leAspProval
I1eGInvalval

Spot2:SerGlyllePhePheAlal leAspAlaThrGlu
ArgPhelLysAsn
Spot3:PheGlyGlyGlyAlaGluProGInProAsp
Spot4:GInThrLeuValProProl leAlaPheAsnPro
AlaAspLeuGly
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