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Proteasome is a essential protease complex that is conserved in eukaryotes. Recently,
the proteasomes in higher organisms are known to acquire the diversity and play
important roles in biological events. Particularly, the association of the regulation
system of the proteasomes and the pathophysiology are noticed. Although, the
previously elucidated proteasome regulation system brought from yeast analysis could
not applied to higher organisms. To identify novel factor that modulates proteasome
function in higher organisms, genetic study was done by using Drosophila
melanogaster. As a results, I identified some candidate genes. Now, I am studying the
molecular functions of these genes. By using these knowledge, I plan to provide a novel
point of view about the aberrant function of the proteasome in human and a molecular
basis about the drug discovery targeting the proteasomes.
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