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WFFER RO (FI0) « —ARELEIBIDNMETE %3S XRCCT (Arg194Trp, Arg280His M (MArg399G1n) s 157!
ERIEBAY AT & ORFITIL, XRCCI 399G1n/GInin 2N KN A A7 EF EBEL, 2 0O#s
THERBOENREMEE CHIUTKIBERAY 27 OEEV R LVEE Ch o7, AU EERE R
{GFZRITH 5 XRCC3 Thr241lMet K OMRCCAZHDWT DREFITIE, TS OMn TSR L 36E & DR ANEH
WRBNT, L EORERIT, DNMEBEEEE RS -2 RN & B L C. KIS ANCEE 2 &E & 137- L
TWHZEERETHHDTHD,

FFZER R OREEE (3£30) : On the analysis of polymorphisms of single strand break repair enzyme XRCC1 gene
(Arg194Trp, Arg280His, and Arg399GIn) and colorectal cancer risk, the399GIn/Gln genotype was associated with
an increased risk of colorectal cancer, and the increased risk was more remarkable in individuals with these
genotype and high alcohol consumption. XRCC3 Thr241Met and XRCC4 which are double strand-break repair
enzyme gene polymorphism were also examined. The interaction of these gene polymorphisms and alcohol
consumption for colorectal cancer risk was shown. The above result has suggested that DNA repair enzyme gene
polymorphisms has played the role important for colorectal carcinogenesis in relation to alcohol consumption.
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HIZBHEDNZWE TH D, 1AW TIL,
DNA D RN EE 2 EH 2 RI- L THY
ZOBEENREEINTWD (Tudek et al.,
2007) . DNA AR RER AR T- 2L & s A K OY
JEEIDEAS A7 E MR BAIEAS A & DBE S <
ONE SN TNWD, T DFEATIFZET, K
W38 Ao & DRI DM S Av. R, BKGP &
OIRE W7 EBRETELIR & D 28 B AR OfftT
FEREELEDND, AEIOMIEFHEIZI T D
KRGS ARG AT (WF7eARERE - B
) X, T CIIUNKRFERFE S50 1B
RSB CT —H R—2A MRS, BT
ENT D [RIE AT 5 AL 7= B3 685 44 & f1R 778
£ OB T — & <2 DNA 3B MR(F S LT
Wb, TNETIZ, WL o0 KW SR
B 28 & KBS A & OBSEPS RS 1,
HERAEA SN TWD, ZOHT, Ik
T T IERR IR R B s 27 & KIG A A
OBEE (Yin et al, 2004), 7/L=2— A%
WEERBE T2 & KRGS A L OB (Yin
et al., 2007) ZH#EtL., WmXIZE LD,
FRICHERRRIRE R B 5 2 MTHFR (C6TTT)
& RGH A OIFFETIL, FEERIE#E T 6771T &
B L7 KRIBDA U A7 O R R B, B
DS KGN A TRHICEETHL Z ENED
WIREIZ 72 o T, JREEEIE. 24U H OWFFERE R
LIEAEEE AT, SRR 21 RN D 22 4R
(T T AR, RER ShTndind o
2O DNAMEE R BIn 2B & RIGHRA & D
B & BRIE BN & DR AAERE L ONEE T
BOZEMEMICER LT, SEICHHT 5T
ETH D,
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RIGH A DIEFIRTIRBFFEIZ BT, R
DA &N DD DNA (B B B R 1- 2  &
DR#ZRGTTT 5, SHIZ, ThHDOEET
S0 L BEREERBTEIN & A AR & R4

% Z &1 R Y DNA ETERERE D RIGFEDS Ao~ D
WEEPIONCTT 2, B BEITROE
DThs,

(1) HEIEFREEE BER) & X7 LATF R
EEME (NER) (CPBH#ET 2 DNA [E1EEE %
BIR T2 h0GG1 (Ser326Cys) . XRCCI
(Argl194Trp M TN Arg399Gln) . XPD
(Lys751G1n) & BRJE  #RE M OVRE A
& DREHEERZ BT 5,

(2) I A~y FEE MR (ZBE T 2% DNA
EERERE R T2 USH2 (1IVS12-6T>C)
S OY MSHE (G39E) & W )31 X OV IR EY
W& DRREAERME BT 5,

(3) FHIFIFAHL 2 (&M (HRR) (2 B389 2 DNA
{EERERB L T2 XRCC3 (Thr241Met)
& BOE K OIRE N & DR HAER &
Bt 2,

(4) FEFFRRSGAE SEME (NHEJ) (CREET 5
DNA B ISR BAR 1- 25 XRCC4 (A247S K
UNN298S) & WU BGP K ORI & DR
AR 2Bt %,

3. HEROFE
(1) #FFEx5e

2001 4£ 10 A 725 2003 48 12 H OHIIZ
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O HHEREBEE BER) L X7 LAF R
EEME (NER) (ZBH#7 % DNA [E1EEE#
5128 h0GGT (Ser326Cys),  XRCCI
(Argl94Trp K T8 Arg399G1n) KON XPD
(Lys751Gln) % Polymerase chain
reaction—restriction fragment length
polymorphism (PCR-RFLP) J:IZ X v figdT
T 5, HIREERIL. £ EN h0661
(Ser326Cys) —Fnu4Hl, XRCC1(Arg399G1n)
~Mspl, XRCCI (Argl94Trp)—Rsal KO XPD
(Lys751GIln) ~Pst] T %, EXIKENT X
VBB TZ2MERET D,

@ IA~yFEE OMR) (ZBEET 5 DNA
(EE RSB T2 MSH2 (1VS12-6T>C)
e OY MSHE (G39E) 1% TagMan 512 L 0 & fx
FERERET D,
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@O FFMEAHEZEE (HRR) (ZBET S
DNA &G I 32 B AR 12 XRCC3
(Thr241Met) (% PCR-RFLP %(Z X ) fifiht &
T %, AT 2HIREERIL Mol ThH D,
BRUKENC LV BB 2 ERET 5,

@ FEHFAARMEGEE (HE]) (2B 5
DNA (&1 B B An 1 2R XRCC4 (A247S K&
TR N298S) I TaqMan (T & W @& a 725
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THAICHEI TV D, BHEFEIT,
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i, EEMORBE S SN TS, LTz
Mo T, BIETFZM L REEHRI & DR H
TERORECIXT TIZEfM S hizZh
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(4) BEOEY F &9
FFRREH L, BT 2T O FBR D
71 b 3 — AERD B BB T BT, FeRt
FEAT. SRR Z 3R T— AN TIT 9, Fik 21
FEREIE DNA — ARBHEIIRIEIR I3 T MR
FEE (BER), X7 LA F RREEE (NER)
&I A=y FEE (MR) ZBE T 5 EEE
FEURF LA LBE B K OGRS A 7 &8
BN EORZAEERICL D KIBNAA Y A
AT 5, Pk 22 AFEFEIL DNA T AREHEDN
EEIZIBWT, FFRKZ#ZER (HRR) <
FEFAIRIRURE A5 (NHE]) (2B3iE$ 2 DNA
BRI R T2 & W G & ORI
R CBREENE ORAERICEL D KBS A
URAZZRETL, faslicE & DD,
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Arg280His K TN Arg399G1n) i 1s 7274 & K5
MA AT & ORRFTCIEL, XRCCI 399G1n/Gln
AL ZRBKRIGN ALY A7 L5 L OB
MBI, T OB & RO 3 E I AE
FHTHIIRIEBRALY AT DEEVNRLY
B Chotz (K1), £72, IRCCI Arg280His
& Arg399G1n EIR 2 & O HEAEH RS
A, 280Arg 7 LJL & 399GIn 7 LJL %[RRI
HOFIIKRENRAY A7 DI LR DEED
ERHHL LT e, — 5, XRCCI Argl94Trp &
AR RIGDIA D 27 L OBIEN R S
otz L, Bl & OZEAER S A B )
olc, TIVH DB FZM & W L DR A AR
R OEHTTIE, WD SR BYE L D% H.
TERBRHRLNIeho Tz, F1-, ARSI E
EREHFE B T2 T D XRCC3 Thr241Met K
O ARCCAIZDOWT bR LTz, &R TIE, 2
O DOBIE T2 & RGN A & OB T,
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DANCEHEEREEIZ T2 L TWD Z & &R
BT HHLDOTHD,
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