%= C-19
FrmREMDEMTRRBSE
Rk 2 34 3 H 31 BBUE

HEEES : 12602
MEiEE - HEFHAE (B)
FFZSHARE - 2009~2010
EEES 2179071
MERERL (FIX) 247/ LBEFICLKZLERBRZMELTFORITE & BEEEMRENT
e iERE® (FEX) ldentification and functional analysis of atrial fibrillation
-associated loci through genomewide association study
HREREKRE
;ITE A5 (EBANA YUSUKE)
HREMERKE - HAaKBMER - B
HEEES : 60517043

FRAEAAROBE (F1)

LGNS BIE S 5 R & Lo 4 Y kIR 25 2 Lic, BERERRITORSE, = o
SIS IE T A=, oA L — R SR T AT AR s, EIIOMIE T cis
{95 2 & CORMBBZIECBE L TD LB b, EBRREFZEE LT, IEHIRIE
WS LEHENC T D 0 T —T IR O EE T 72, U A7 T LIV ZEOERTIX
FRENHRICEN D EAHPIL, Thb 2B E ARSI S NS,

WRFERCR O (330 -

We identified 4q25 as an atrial fibrillation (AF) associated locus. Functional analyses
revealed that this genetic region has enhancer and silencer function, which indicates
that the cis-regulatory elements make genes in the neighborhood activated or silent,
and finally that they confer the AF susceptibility. Next, as clinical study, we
investigated whether the efficacy rate of pulmonary vein isolation (namely, catheter
ablation for AF) depended on this SNP allele. The risk allele homozygotic carriers
recurred more frequently than others. These findings might lead to clinical practice in
the near future.
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