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Determination of the cause of Long QT Syndrome in children
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We carried out genetic analysis of Long-QT Syndrome(LQT), an inherited cardiac
arrhythmia, in five unrelated LQT families. DNA sequence analyses revealed KCNQ1
mutations(LQT1) in three families and KCNHZ2 mutations(LQT2) in two families.
Genetic analysis may provide a useful tool for diagnosis and management of LQT.
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