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We conducted a genome-wide copy number variation (CNV) screening in a large multiplex
schizophrenia pedigree and performed a follow up case-control study. In screening using
microarray method, we found a CNV which potentially co-segregated with schizophrenia.
We analyzed This CNV by means of a TagMan real-time PCR assay and found complete
deletions of CNVs in five of six affected individuals and an individual with affection status
of unknown. We also conducted a case-control study in 627 patients of schizophrenia and
620 healthy controls. There was no significant association between complete deletions of
the CNVs and schizophrenia. Taken together, these results suggest that the CNV may not
confer increased susceptibility to schizophrenia.
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