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To analyze the invasive capacity of cancer cells, we screened the genes whose
expression specifically changes at the invasive front. We harvested the cancer cells
at the invasive front and the center of the tumor from 20 surgically resected samples.
Though we attempted the crypt isolation technique at first, it was very difficult
to isolate and harvest cancer cells from each part correctly. So we harvested cancer
cells by laser micro—dissection technique, conducted microarray analysis, and
identified the genes whose expression changed specifically at the invasive front
By Student-t test, we picked up five genes whose signals were up—regulated at the
invasive front, and one gene whose signal was down-regulated. By cluster analysis,
twenty—four genes were up-regulated, and twenty—nine genes were down-regulated
Moreover, some recent reports revealed that the presence of poorly differentiated
clusters at the invasive front was correlated with poor prognosis

When examined the eleven cases with this histological feature, we could elucidate
four up—regulated and six down-regulated genes by Student-t test

By cluster analysis, thirteen up—regulated and eighteen down-regulated genes were
identified.

Our results suggested that many molecules not related with proteolysis or
extra—cellular matrix might correlate with cancer cell invasion or poor
differentiation. We are now confirming expression of the picked-up genes by RT-PCR.
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Protease
ECM

Chemokine
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Protease inhibitor
miRNA

Unknown
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Up Chemokine 2.59 5.07
Ubiquitin-like protein 1.95 4.53
Transcriptional factor 0.77 6.65

Actin-related protein 0.33 9.36
Oxidase -0.85 7.71
Histamine-related enzyme  -0.49 3.46
Ribosomal protein -0.44 3.90
Transcriptional factor -0.34 3.70
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