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THEERREL () Genetic analysis in head and neck carcinomas in order to establish
useful biomarkers.
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MFIEE R O EE (3 3C) : To improve the effectiveness of therapies in head and neck
squamous cell carcinomas (HNSCCs), it is important to identify biomarkers related to
clinical gain. In this research, we found dominancy of nonsense mutations in Japanese
HNSCCs compared with other previous reports in the world. However, EGFR mutations,
EGFR variant type III, ALK mutations, EML4-ALK fusions were not found in all the cases.
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Genetic analysis of the TP53 and EGFR genes
in head and neck squamous cell carcinomas
in Japanese patients.
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