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WFZERC R OMEE (330) : Thad identified eleven novel transcription factors that involves
in human Mesenchymal stem cells (MSC) osteogenesis. Interaction of these factors might
progress MSC osteogenic differentiation. Especially, factors which suppress osteogenic
differentiation might show negative feedback toward osteogenic differentiation. Clinical
application of these transcription factors, especially two factors, might be used for
prognostic marker for osteogenic potential of MSC and may be useful for quality check
before MSC transplantation in the future medicine
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