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BFgeR R oM EE (330) : The cisplatin resistant cell and the cisplatin sensitive cell were
established from the oral carcinoma cell line. The genes which participate in cisplatin
tolerance using these cells, and miRNAs combined with the genes were searched. It was
suggested that the expression patterns of miRNA change cisplatin resistant, and miRNA in

blood is participating in malignancy of oral carcinoma.
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