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Basic resarch about application of targeted therapy by anaysis of
cancer—associated gene in oral squamous cell| carcinoma
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DHHITz 6 FYAMITIER U T 28D 7=, iR % 7~ & 7= Toscabb Mtk 6q22 FHIK
\Z amplicon map Z{Esk L. FISH fiffi 24772 & Z A, £ 3.5Mb OElEFEK & 7887,
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MR OME (£30) : We assessed copy-number alterations among the 21 OSCC cell
lines by array-CGH .High-level amplifications were detected in Tosca 55 cell lines
around 6q22.By FISH analysys,We recognized around 3.5 Mb amplification region.

In this region,eight genes located according to the information archived by genome
detabases.Next we determined the mRNA expression levels of eight genes in 21 OSCC
cell lines .Among eight genes,three genes were expressed in most of the OSCC cell

lines,suggesting that these genes are the target for 6q22 amplification region.
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FISH analysis

6q22 (Toscas5s)
GRPI1-59D10(6.0) G RP11-311B1 (6.0) G RP11-18247(2.4)

RRP1-48L2(1.24)  RRP148L2(124) RRPL-48L2(1.24)
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Frequent silencing of a putative
melatonin

tumor suppressor gene

receptor 1A (MINRIA) in oral
squamous—cell carcinoma. 9th Asian
Congress on Oral and Maxillofacial
Surgery

November 25-28 2010, Kuala Lumpur,

Malaysia

Nakamura E., Suzuki E., Nakagawa T.,

Tsuda H., Kozaki K., Tachikawa T.

Imoto I., Inazawa J., Amagasa T.
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