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WFFERE R OMEEE  (Z30) @ The purpose of this study is to examine the constitute prognostic
markers for oral squamous cell carcinomas. In FISH analysis, copy number aberrations of
8q24.2 and 3p26.3 associated with patient’ s prognosis. Only copy number aberrations
of CHL1 was associated with patient’ s prognosis. RECQL4 was analyzed as a candidate gene
on 8q24. Our results suggest that CHL1 and RECQL4 are constitute marker for oral squamous
cell carcinoma.
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