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The aim of this study was to identify novel metastasis—associated gene of oral squamous
cell carcinoma by using DNA microarray on which all human genes are carried in order to
make it possible to diagnose metastasis as well as to evaluate grade of tumor. Based on
a global gene expression analysis on oral tissue, oral squamous cell carcinoma tissue
and lymph node metastasis tissue, 75 of candidate genes including zinc finger DHHC-type
containing 14 (ZDHHC14) and Spleen tyrosine kinase(SYK) have been listed up. It has
suggested a possible existence of more than 50 of genes with impaired expression, which
are commonly recognized in each case, at least in oral squamous cell carcinoma, if not
in all cases
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