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WFFERk R M2 (9£3C) : In this work, we analyzed and synthesized gene expression
networks. The aim of the synthesis project is to create "artificial cell-cell communications".
We designed small gene networks using the modified Notch pathway, transcription factors
and cultured cells. So far, we have successfully made a system by which the neighboring
cells mutually regulate each other's gene expression. In the analysis project, on the other
hand, we studied the mechanism and generality of the "transcriptional ripple effect". The
obtained results have suggested that the ripple effect occurs only at specific genomic
locations and/or under specific cellular conditions.
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