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| reported that OTUB1, a deubiquitinating enzyme, was

chromatinubiquitination. Surprisingly, wefoundthat O
poly-ubiquitinationindependently of its catalyticacti
andinhibitingUBC13, the cognate E2 enzyme for RNF168. 7
was unlikelytobelimitedtoUBCl3becauseanalysisof OTI
that OTUB1 bound to E2s of the UBE2D and UBE2E subfamil.
mitigatedthe DSBrepair defect associatedwithdefectiwv
phar macol ogical targeting of the OTUB1-UBC13 interacti
response.
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