#=X C-19

HEES

MEiEE
Ht 25 HA R
REES

11301

HrMRBEREIEHEARBES

 AIREHR 2 — MR

: 2009~2010
: 21890009

SR 244 5 H

6 HHAE

MRREL (FIX) BRRERICHETD MR DA H=XLOEH

R EERE® (FEX) Trans—generational “memory” in Drosophi/a innate immunity

HEREKRE
H#E EH (FURUHASHI HIROFUMI)
R KZE - KEREZHER - B
MZEEES : 60545432

WFFER R oME (Fo3)

HRGIERICBIT D [FLE BIRE2RGET 52412, Y avya unR=ET LaE N,
LA D T2 TR R R G SEBR 21T - 72, MERER B s R BURAT OFE SR BEEIAR
TG AR IR U T BT & YR O S8 o FREECIE, R DARE T ORI S A LTz s
FRBLNE —NGEVWRBLO N, ARIOFEND, BRGEROALEZG T HAEMFIZB T
H, FFEORBEA ML AL hOMEIC L0 R EZ B2 T IFEE LTWaaiEEnrEn
770

fFZERC R OB (3530) -

To examine the existence of “trans-generational memory” in innate immunity, we
used Drosophila melanogaster as a model system and did generational infection
experiments. Gene expression profiling analyses revealed that some innate
immunity-related gene expression patterns in response to a bacteria infection is
significantly different between test group that has been infected at previous generations
and the control group not infected previously. The results suggest the possibility that
organism which only has innate immunity can “memorize” environmental stress, and that
the “memory” can be maintained across generations.
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