#e=t C-19
HEREMEIEWRRRBREE

TRk 23 6 A 23 HEUE

HESES : 34519

MEEE  ARFBR 2 — FXIE

THZEHARS - 2009~2010

REES - 21890287

MZRREERL (1) TEETSF/ U4 FARCHEZAVN-OFEREETTILOMESR

HZEiRRER () Carcinogenesis caused by tobacco and alcohol for human tongue
keratinocytes (HTK) cell line

MRAKRE BN FEx (SEGAWA EMI)
EEERKE - EFH - P&
HREES : 00553778

WRZERCR OBEL (Fn30) - rvbivide MER &AM HPY 16 B4 E6 6 X OVET Bin %
MATHZEITED TR L) ICEkB Lz, S 612, ZORE LML (HTK1-16E6ET7) 24 /N =
FRERM=raH I ThHD WK ¥ /) —LVEERASE, @A/ U ARMICHE L7z
(HTK1-16E6E7T-NNK+EtOH) Z#f 2 L7z, & Z T, NNK B L V=¥ / — /L1 K 0 REe b ia 23 &
15 U7 MR A 2 B b 2 AT U, D6k O BESEE R 7 B RO O B TEAR T & LTS S ks
RBLWES LEbE, OEEREIIBITELEETFOREEIT- T,

e RO EE (33C) :© To elucidate the carcinogenesis process, we newly established
human tongue keratinocytes (HTK) cell lines derived from tongue mucosa immortalized by
infection with retroviral vectors expression HPV16 E6/E7. Furthermore, treatment of HPV16
E6/E7 with NNK and EtOH in vitro, and HTK1-16E6E7-NNK + EtOH was established. Then we
examined a change of the cell biology in both cells and identified the responsibility

gene in the carcinogenesis in oral squamous cell carcinoma.
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