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We generated a random transposon gene-knockout library of Mycobacterium avium to
identify the genes responsible for antibiotic resistance. As a result, a variety of genes
for efflux system, cell metabolism, and cell wall synthesis were identified as factors
involved in antibiotic resistance. Among them, we focused on a kasB-knockout mutant
(AkasB) strain and an MAV_2241-knockout mutant (AMAV_2241) strain, and
characterized them in detail. The AkasB and AMAV_2241 strains showed the reduction
in MICs (minimal inhibitory concentration) of various antibiotics including
clarithromycin compared to that of wild-type strain. In addition, the AkasB strain
increased susceptibility to the detergent such as SDS. Proteins involved in cell wall
synthesis in Mycobacteria seem to be attractive target for antibiotic development.
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