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Diversity of coenzyme Q biosynthetic pathways
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Coenzyme Q (ubiquinone, CoQ) plays a function as an essential component of
the electron transport system in a wide range of organisms, and at the same time, it functions as a
cofactor for various enzymes and an antioxidant. It gains an attracted attention as a food
supplement. Although CoQ is a substance that plays an essential function in mitochondria for ATP
synthesis in the electron transport system, its biosynthetic pathway has not been fully elucidated.
Recent studies have gradually revealed that numerous enzymes are involved in the CoQ synthetic
pathway, rather than we initially thought. In this study, fission yeast Schizosaccharomyces pombe,
which biosynthesizes CoQ10, was used to conduct research to elucidate the full scope of biosynthesis
and to link the findings to an understanding of human CoQ biosynthesis.
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Biosynthesis and bioproduction of Coenzyme Q in yeasts

Cold Sring Harbor Asia

2023
S. pombe CoQ10 Coqll Coql2
2023
S. japonicus CoQ Sjcog3 Sjcoq9
2023
S.pombe coqg6 coq7 CoQ

2022




S. japonicus CoQ
2022
Php CoQ 4- (4-HB)
2022
CoQ
2022
2022
NADH PoS5 CoQ
Q

2021




S. pombe S. cerevisiae NADH Pos5 CoQ

2021

2022

AMP Fic

2021

(Nishida Ikuhisa)

(20784531) (13101)




(Nakazawa Masami)

(90343417) (24405)
(Kaino Tomohiro)
(90541706) (15201)




