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In this study, we identified a biosKnthetic gene cluster for the nucleic
acid compound angustmycin (AGM). In the process, we found that Agm6, a novel dehydratase, is also
active against 2-fluoroadenosine. Next, based on protein conformational studies, we generated mutant
enzymes with the aim of expanding substrate recognition to adenosine analogs, and discovered the
T61A and T61S mutations with enhanced activity against 2-fluoroadenosine. In particular, for
2-fluoroadenosine and 2-chloroadenosine, whose activity was improved by the mutagenesis, we
succeeded in isolating nucleic acid-based compounds with the desired exo-glycal ring structure.
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