(®)
2021 2023

Analysis of mechanisms of starch degradation in the stems for an enhancement of
source function to rice grain filling.

Hirano, Tatsuya
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Carbon sources for rice grain filling depend in part on non-structural
carbohydrates (NSCs) stored temporarily in stems (leaf sheaths and culms). Three (3 -amylase genes,
OsBAM2, 0sBAM3 and OsBAM5, have been suggested to participate in the starch degradation in stems
during the post-heading stage. In the present study, we characterized the tissue specificity and the

response to sugar and plant hormones in the genes expression of 0sBAM2, 0sBAM3 and OsBAM5. The
double-knockdown of OsBAM2 and OsBAM5 expression resulted in the repression of starch remobilization

in stems during the post-heading stage. In addition, we performed the genetic linkage analysis to
identify a gene, which positively regulate the starch remobilization in stems, on the sixth
chromosome derived from indica rice cultivar IR64. As the result, the candidate gene are suggested
to exist among 3.93 Mb region on the sixth chromosome.
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