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Clarification of _the mechanism on watercourse development in apple fruits
related to dynamics of water and sorbitol metabolism

Suzuki, Takashi
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The degree of watercore development in apple fruits was increased
significantly by the strangulation treatment at the bottom of leader in tree, exclusively in
cultivars which can set watercored fruits. Sorbitol content in both pith and cortex tissues of
receptacles in the treated fruits was significantly higher than that of the control (not treated
rruéts). This fact indicates that sap over-flowed into the fruits via peduncle on the strangulated

eader.

It was visualized utilizing MALDI-TOF MS imaging that concentration of sucrose biosynthesized from
the external 13C-labelled sorbitol was high in the cortex, but low in the pith of fruit flesh which
was cultured for three days on a 13C-sorbitol rich medium. Furthermore, the SDH activity in the

cortex tissue was kept at lower level when the watercored tissue had appeared, which might lead to

the development of watercore. Level of the sucrose transporter (SUC3) in the fruit flesh was higher
in cultivars which can set watercored fruits.
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