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Elucidqtin? the pathophysiological factors for the clinical application using an
artificial intelligence analysis to the snRNA transcriptome data of canine
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This project aimed to select new tumor diagnostic and therapeutic targets
and elucidate their involvement 1n pathogenesis. Transcriptional analysis of canine tumor tissues,
established tumor cell lines, and tumor secretory endoplasmic reticulum has been done by
NGS-RNA-Seq. Artificial intelligence (Al) methods were also introduced for target discovery
analysis. Functional analysis of the novel targets was performed in cell lines. As a result, novel
targets for microRNAs, which are problematic in many tumors, were identified. At the same time, we
confirmed tumor-specific changes in Y RNA and tRNA fragments, which have not been reported in
veterinary oncology. We also noted that microRNAs-450b and 30la contribute to tumor malignancy in a
cell line model.
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