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Molecular mechanisms of transcription-coupled repair (TCR) and pathogenesis of
TCR-deficient human genetic disorders
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Genomic DNA, which contains our genetic information, is constantly exposed
to damage from both internal and external sources. Transcription-coupled repair (TCR) is a system
that efficiently repairs DNA damage in actively transcribed regions, playing a crucial role in
maintaining homeostasis and preventing genomic instability. In this study, we investigated the
molecular mechanisms of TCR and the pathogenesis of human diseases associated with deficiencies in
this system. Our research has provided several novel insights into the critical role of TCR in
genome maintenance.
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