(®)
2021 2023

Med26 Pol 11

Functional elucidation of a novel Pol Il accumulation mechanism by Med26 in cell
proliferation and differentiation
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Droplet-mediated regulatory mechanisms are focused as a new regulatory
mechanism of gene expression. | have previously shown that the Med26 subunit of the Mediator complex
interacts with two different transcription complexes, the Super elongation complex (SEC) and the
Little elongation complex (LEC), to regulate the transcription of different genes. This study
reveals a mechanism by which Med26-containing Mediator complexes recruit RNA polymerase Il to the

regulatory sites of SEC and LEC upon extracellular stimulation, thereby integrally activating the
expression of the genes.
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