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Structural and Functional analysis on tripartite ABC transporters.
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We succeeded in identif¥ing functional residues directly involved in
substrate transport by optical crosslinking analysis (co-author) on the tripartite-type ABC
transporter, LolCDE, the main target of this study. By mapping these residues on a homology model
derived from our crystal structure of MacB, we clarified the substrate translocation pathway through
the substrate-binding pocket in the periplasmic domain of the LolCDE. We also succeeded in
elucidating the structure-based mechanism of another multidrug efflux transporters, BpeB and BpeF,
that forms a tripartite complex with the outer membrane channel TolC and a homolog of the
periplasmic adaptor protein, MacA.
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