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In this study, | have investigated the electron-transfer complexes formed
transiently in three pairs: 1) the structure of photosystem I complex (PS1: LHC1) with
Ga-substituted Fd from Green Alga was analyzed in three states, and new findings were made on the
structural changes and dissociation of the new subunits from the PSI upon binding of Ga-substituted
Fd. 2) For the structural analysis of cyanobacterial photosystem I (PS1) complexed with
Ga-substituted Fd, we succeeded in obtaining a very high resolution of 1.97 A, as initially
expected. 3) For the structural analysis of the complex of Native Fd in the reduced state and
reconstituted permanently oxidized HydAl (odt type) was not completed due to technical difficulties
in obtaining the suitable crystals for X-ray analysis.
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1. Three structures of PSI-LHCI from Chlamydomonas reinhardtii suggest a resting state
re-activated by ferredoxin.

Gerle C, Misumi Y, Kawamoto A, Tanaka H, Kubota-Kawai H, Tokutsu R, Kim E, Chorev D,
Abe K, Robinson CV, Mitsuoka K, Minagawa J, Kurisu G. Biochim Biophys Acta Bioenerg.
2023 1864-:148986. doi: 10.1016/j.bbabio.2023.148986.

2.Structure of cyanobacterial photosystem I complexed with ferredoxin at 1.97 A
resolution.

Li J, Hamaoka N, Makino F, Kawamoto A, Lin Y, Rogner M, Nowaczyk MM, Lee YH, Namba K,
Gerle C, Kurisu G. Commun Biol. 2022 5:951. doi: 10.1038/s42003-022-03926-4.
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