(®)
2021 2023

NMR in situ

In-situ structural biology by NMR spectroscopy
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We have studied on (1) analysis of three-dimensional structures and dynamics
of proteins in live cells, (2) analysis of inter-domain interactions of multi-domain proteins in
live cells, and (3) analysis of intracellular protein-protein interactions.

For (1), we developed Key elemental technologies such as "methods for rapid multidimensional NMR
measurements and efficient reconstruction of spectra”, "automated NMR data analysis and
high-precision 3D structure determination of proteins using information science™ and "Bioreactor
microculture techniques for long-term NMR measurement of cell samples". For (2), the relative domain
orientations were determined for proteins such as linear-polyUb by using PCS/PRE paramagnetic NMR
data. For (3), results were obtained in the analysis of the interaction between Nrf2 and Keapl, etc.

in human cells.
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