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Structural basis of activation of a novel tumor progression signaling involving
Wnt signaling proteins and supression by antibodies.
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The Dickkopf(DKK)/cytoskeleton-associated protein 4(CKAP4) pathway is a
novel cancer cell proliferation pathway which activates the phosphoinositide 3-kinase (P13K)/AKT
signaling. We successfully crystallized almost entire part of the extracellular region (128-602) of
CKAP4 and determined its structure of the main chain and the side chain atoms in part. We also
determined a high resolution crystal structure of the cysteine-rich domain 1 (CRD1) of DKK1. Single
particle analyses by CryoEM of the complex between CKAP4 extracellular region and the Fab fragment

of an anti-CKAP4 mouse monoclonal antibody were also tried.
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