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CpG methylation in specific genomic regions is involved in cell
differentiation and proliferation, as well as in the onset of Intractable diseases such as cancer.
In this study, we combined the Recombinase Polymerase Amplification (RPA) method, which is an
isothermal DNA amplification reaction, with methylated CpG-binding proteins to establish a bisulfite
treatment-free, rapid, and simple method for evaluation of the CpG methylation status in template
DNA. We also examined in detail the inhibition mode of the RPA reaction with methylated CpG-binding

proteins, as well as the inhibitory effect on genome-wide scale. We also succeeded in establishing a
rapid and accurate real-time CpG methylation evaluation technology.
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