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The objective of this research plan was to elucidate the mechanism of
acquiring resistance to MEK inhibitors by increasing the expression level of SETD5. However, the
study plan had to be drastically changed from the original plan because SETD5 was not increased by
MEK inhibitors. However, we generated SETD5-deficient cells and examined their response to drugs in
vitro and their proliferative ability in vivo, and found significant differences in both. We plan to

elucidate the molecular mechanism by which SETD5 affects tumor growth in the future by exploring
MEK inhibitor-treated cells and tumors that have formed.
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