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Comprehensive profiling of substrate recognition motifs for human kinome
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To elucidate the functions and roles of human kinome in cells,
comprehensive search of kinase substrate motifs and kinase-binding motifs in all human proteome and
the kinase responsible for protein phosphorylation reactions occurring in vivo was predicted and
identified at the kinome level. Based on the identified motifs, we designed artificial substrate
peptides that are hyper-selectively phosphorylated by each kinase,and experimentally evaluated their

selectivity and sensitivity. Using the designed peptide libraries, we developed a method to measure
intracellular kinome activity. Furthermore, we have created substrate peptides in which the
substrate sequence is linked to a kinase-binding motif.
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